Zaire ebolavirus (EBOV) is one of the most dangerous and the unknown to humans. This is a filamentous virus of the family Filoviridae. Genetic studies of EBOV have shown that it has a negative-stranded RNA as genetic material and seven genes in its genome. One among these genes is the gene &apos;L&apos;, that code for a protein L (Large structural protein), this protein functions as an RNA dependent RNA polymerase. RNAi (RNA interference) is an influential method for post-transcriptional gene slicing in a specific sequence. This is done with the help of a dsRNA called siRNA. Slicing a target mRNA would mean that the mRNA will not be able to produce any protein and the viral activity can be restrained. This mechanism is observed naturally in the organism to regulate the protein production and also as a defense mechanism against some viruses. In-silico construction of siRNA is possible using computational methods in biology. Construction of siRNA is guided by many parameters and the efficiency of the cleavage of mRNA with siRNA is determined by hybridization thermodynamics. The constructed siRNA is potent of knocking down the activity of the virus. This can lead to the discovery of an effective antiviral drug against EBOV.
Index Terms
Computer Science Information Science
Keywords
RNAi siRNA EBOV Zaire Ebola
